INTRODUCTION
Cattle, sheep and goat are evolutionarily closely related species belonging to the family Bovidae. Karyologically, on the basis of GTG-and RBA-bands, the three species are quite similar except for the sex chromosomes and minor differences between some autosomes (ISCNDA, 1989) . Much data have accumulated in the past decade which suggest that, in the majority of the cases, chromosome-banding homologies correspond to similarities in the gene content. This conclusion is based on the results of the comparative banding and gene mapping studies carried out in human, big apes and New World monkeys (Dutrillaux et al, 1981; Lalley et al, 1989) , along with comparisons made between man and mouse (Sawyer and Hozier, 1986) , within the group of Cricetidae and Muridae (Yoshida, 1984; Levan et al, 1987) , between cat and human (O'Brien et al, 1985) , and cat and mink (Graphodatsky, 1989 (Hediger, 1988; Mahdy et al, 1989 ) support the similar banding-similar gene concept.
MATERIALS AND METHODS
A porcine genomic glucose phosphate isomerase (GPI) DNA (GPI8R) was used for in situ hybridization in cattle, sheep and goat. Hybridization of GPI8R and a GPI cDNA to genomic blots from the same species indicated that the porcine genomic probe binds to the GPI locus in these species (results not shown). The probe was tritium labeled using the random-priming method (Feinberg and Vogelstein, 1983; Lin et al, 1985) . The specific activity of the probe was 5 x 10 1 dpm/ttg of DNA.
Lymphocytes from two Swedish Red and White bulls, two Swedish Landrace ewes and two Finnish Landrace bucks were cultured using standard techniques. The chromosome preparation method and the technique of in situ hybridization have been described elsewhere . The chromosomes were GTGbanded after hybridization using the technique described by Popescu et al (1985) .
The idiograms of G-banded chromosomes of cattle were adapted for sheep and goat chromosomes and the grains were plotted on these idiograms (ISCNDA, 1989 
